0,
% of raw % Perfect % One

Sample ID Index Yield % PF  #Reads clusters Index Mismatch
(Mbases) perlane Reads Reads
(Index)
10 GATCAG 108 100 1,067,846 0.85 91.26 8.74
11 TAGCTT 59 100 579,898 0.46 28.78 71.22
12 GGCTAC 7 100 64,527 0.05 77.34 22.66
13 AGTCAA 6 100 61,396 0.05 50.72 49.28
14 AGTTCC 105 100 1,035,363 0.83 90.86 9.14
15 ATGTCA 291 100 2,877,602 2.3 92.85 7.15
16 CCGTCC 19 100 190,399 0.15 58.37 41.63
8 TTAGGC 4 100 43,077 0.03 64.95 35.05

lanel Undetermined 12,050 100 119,309,192 95.27 0 0



% of >= Mean
Q30 Bases Quality
(PF) Score (PF)

93.04 35.01
94.03 35.55
93.07 35.05
94.26 35.88
92.65 34.91
93.17 34.98
88.68 34.23
92.73 35.02
94.18 35.5



